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(5) Classification and (4) Biomarker discovery and Figure 3. Virulence-Ranked VOC Signatures Associated with Psa. AUDPC values from Osabutey et al. (2025) were used for correlation analysis with VOC abundance. VOC C itati O ns
decision support VOC-pathogen association abundance shifted with strain virulence: six compounds increased with AUDPC (r = 0.57-0.84), whereas seven were enriched in milder strains (r = -0.48 to —0.80). These opposing

patterns reveal distinct volatile signatures associated with aggressive and mild Psa strains.
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